Key indicators: single-crystal X-ray study; T = 130 K; mean (C-C) = 0.002 Å; R factor = 0.044; wR factor = 0.118; data-to-parameter ratio = 16.7.
Related literature
For related literature, see: Senge (2000 Senge ( , 2005 ; Senge & Smith (2005) . The compound was prepared as described by Terry et al. (1965) and Kenner et al. (1977) ; crystals were handled as described by Hope (1994) . The hydrogen-bonding analysis followed the criteria set out by Steiner (1997) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: P3/PC (Siemens, 1995a ); cell refinement: P3/PC; data reduction: XDISK (Siemens, 1995b ); program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: XP (Siemens, 1995b) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2003) . 
S1. Comment
In continuation of studies on the hydrogen bonding pattern in pyrroles (Senge & Smith, 2005) , dipyrromethanes (Senge, 2005) and porphyrins (Senge, 2000) the title compound was investigated for N-H···O and C-H···O interactions using the criteria put forward by Steiner (1997) . 
S2. Experimental
Crystals were handled as described by Hope (1994) . The compound was prepared as described by Terry et al. (1965) and Kenner et al. (1977) and was crystallized from CH 2 Cl 2 /n-hexane.
S3. Refinement
H atoms were mostly placed in geometrically idealized positions and constrained to ride on their parent atoms with C-H distances in the range of 0.95-1.00 Å and U iso (H) = 1.2 U eq (C) for CH-and CH 2 -groups and U iso (H) = 1.5 U eq (C) for methyl groups. The pyrrole hydrogen atom was refined with isotropic thermal parameters. The molecular structure and numbering scheme of title compound. Displacement ellipsoids for the non-hydrogen atoms are drawn at the 50% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 0.0278 (7) 0.0286 (7) 0.0284 (7) 0.0044 (6) 0.0094 (5) 0.0017 (6) C3 0.0277 (7) 0.0272 (7) 0.0299 (7) 0.0033 (6) 0.0078 (5) −0.0012 (6) C4 0.0255 (6) 0.0267 (7) 0.0286 (7) 0.0318 (7) 0.0352 (8) 0.0265 (7) 0.0049 (6) 0.0081 (6) 0.0032 (6) C22 0.0318 (7) 0.0287 (7) 0.0205 (6) −0.0024 (6) 0.0003 (5) 0.0046 (5) C23 0.0267 (7) 0.0283 (7) 0.0221 (6) −0.0020 (5) −0.0001 (5) 0.0036 (5) C24 0.0292 (7) 0.0352 (8) 0.0289 (7) −0.0073 (6) 0.0010 (6) 0.0044 (6) C25 0.0240 (7) 0.0480 (9) 0.0320 (7) −0.0011 (6) 0.0039 (6) 0.0046 (7) C26 0.0324 (7) 0.0374 (9) 0.0310 (7) 0.0076 (6) 0.0048 (6) 0.0028 (6) C27 0.0339 (7) 0.0282 (7) 0.0295 (7) −0.0005 (6) 0.0047 (6) 0.0023 (6) C28 0.0258 (6) 0.0272 (7) 0.0231 (6 
